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ABARJE o ILIR &R 5T E B RN BIIRZ1E #AT] : Plant Physiology, 2022, 190: 882-897 °

https://doi.org/10.1093/plphys/kiac271 °

» Yi-Tsung Tu, Chia-Yang Chen, Yi-Sui Huang, Chung-Han Chang, Ming-Ren Yen, Jo-Wei Allison Hsieh, Pao-Yang Chen* and Keqgiang Wu" (2022)
HISTONE DEACETYLASE 15 and MOS4-associated complex subunits 3A/3B coregulate intron retention of ABA-responsive genes. Plant
Physiology 190(1) : 882-897. [citation: 14]
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> Li, Y.-J., Chuang, C.-H., Cheng, W.-C., Chen, S.-H., Chen, W.-L., Lin, Y.-J., Lin, C.-Y., & Shih, Y.-H. (2022). A metagenomics study of
hexabromocyclododecane degradation with a soil microbial community. Journal of Hazardous Materials, 430, 128465.
https://doi.org/10.1016/j.jhazmat.2022.128465

» Lin, Y.-J,, Hsieh, P.-H., Mao, C.-C., Shih, Y.-H., Chen, S.-H., Lin, C.-Y. (2024) Interpretation of Machine Learning-Based Prediction Models and
Functional Metagenomic Approach to Identify Critical Genes in HBCD Degradation. Journal of Hazardous Materials. (under revision)
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https://github.com/lsbnb/metagenome_model_trainer
https://doi.org/10.1016/j.jhazmat.2022.128465
https://github.com/lsbnb/metagenome_model_trainer
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